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Somaclonal Variation and Comparison to Mutation Induced by X-rays in
Ricell Oryza sativa L.L by Using Rice Landmarker
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SUMMARY

0 O By using rice DNA clones of landmarker set 1, set 2 and new set, RFLP analysis was carried out in
plants of cv. Tsugaruotome and cv. Mutsuhomare which were derived from 300 Gy of X-ray-irradiated
seeds.] In the three landmarker sets were consisted of 106 genomic DNA clones and 235 cDNA clones.
Each cultivar has five plants which showed polymorphism.O It is considered that the occurrence of some
mutation of gene concerned with DNA repairing because certain plants showed polymorphism by many
landmarkers as probes. [0 Activity of retrotransposon such as Tosl7 and alteration of methylation pattern
were not observed on any plants derived from X-ray-irradiated seeds. [J On the other hand, in plants
regenerated from cultured calli, it was found the movement of Tosl/ to certain area of hot spot and
alteration of methyration pattern. O Furthermore, it has been reported that amplification of repeated DNA
segment which was not observed in the mutation induced by X-rays. U Thus, on plant breeding the
somaclonal variation may be more useful than the mutation induced by X-rays.
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