
 
 
 

 

 

  

 
Analysis of the mechanism underlying a mild phenotype of hereditary 
coproporphyria due to a homozygous missense mutation in the transcription 
initiation codon of the coproporphyrinogen III oxidase gene 
(

) 
 

 
HCP 8 6

CPOX
CPOX 2

 
CPOX CPOX N

20
HCP  

56 3
2

UVB
UVA

ALT GTP

2 ALT
 

HCP CPOX (TIC)
(c.2T>G: p.M1R) CPOX

CPOX
 

CPOX cDNA pcDNA4/TO/myc-HisA
CPOX

Cos7 myc



CPOX 53kDa 39 kDa 2
CPOX 42 kDa 39 kDa CPOX 2

TIC TIC TIC-1 300 bp 2 TIC TIC-2
CPOX TIC-1 CPOX TIC-2 CPOX

N CPOX 3
3 53 kDa CPOX 42 kDa CPOX 39 kDa

CPOX CPOX Cos-7 TIC-1
CPOX

CPOX  
CPOX

CPOX
CPOX

T-REX
-HeLa CPOX CPOX

CPOX
CPOX

CPOX
CPOX

CPOX  

CPOX FITC myc Alexa 647
Tim23 CPOX

CPOX

 
TIC-1 c.2T>G: p.M1R

HCP TIC-1 CPOX CPOX
CPOX CPOX

HCP
CPOX

 
 
 
 
 
 
 
 
 
 
 
 

 


